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Abstrakt: V pfedlozene praci studujerne elementarni stochasticke melody
pro modelovani genetickych populaci. Nejprve uvadime zakladni pojmy obecne
gcnetiky pro snadnejsi oricntaci v textu. V naslcdujicich kapitolach se zabyvame
dynamikou vyvoje populace a zakladnimi problemy vyberu v populaci. lllavnim
tcmatem je nahodne kfizeni v populaci, ktcre dale aplikujeme na pohlavne va/ane geny,
letraploidy. autosterilizacni geny a na pfi'pad dvou lokusu. Ve druhe casti se xabyvame
problemy vybcru: zamC'fili jsme se pf-edevsim na vyber xalozeny na gcnolypu
aplikovany na pohlavi a pohlavne vazane geny a dale na lamiliarni vyber a konkretnf
pn'klad Rh faktoru.
Klicova slova: nahodne kfizeni, vyber
Title: Stochastic Models for Genetic Analysis
Author: Martina Selementova
Department: Department oi'Probability and Mathematical Statistics
Supervisor: Mgr. Michal Kulich, PhD.
Supervisor's e-mail adress: kulich(«)karlin.mff.cuni.cz
Abstract: In the presented work we study elementary stochastic methods for modeling
genetic populations. First we show some basic notion of general genetics for easier
orientation in the text. In the following chapters we deal with the progress of population
dynamics and the elementary problems of selection. Our main topic is the random
mating within population which we apply to sex-linked genes, autotertaploids, self-
sterility genes and the case of two loci. In the second part we deal with problems
ofselectoin: we target selection based on genotype applyed to sex-limited selection and
sex-linked genes and eventually familial selection and particular example of Rhesus
factor.
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